Technical Appendix Table 1 . Virus name, subtype, host species, collection date, and GenBank accession number (PB2 segment) for the 36 H3N8 viruses used in the whole-genome phylogenetic analysis conducted for all eight viral genome segments. Table 2 . Virus names for the hemagglutinin sequences of the 155 equine A/H3N8 viruses used in Figure 1 . Viruses containing the two amino acid insertion near the beginning of the hemagglutinin are specified. Table 2 . Virus names for the hemagglutinin sequences of the 155 equine A/H3N8 viruses used in Figure 1 . Viruses containing the two amino acid insertion near the beginning of the hemagglutinin are specified. Figure 1 . Viruses containing the two amino acid insertion near the beginning of the hemagglutinin are specified. Table 2 . Virus names for the hemagglutinin sequences of the 155 equine A/H3N8 viruses used in Figure 1 . Viruses containing the two amino acid insertion near the beginning of the hemagglutinin are specified. 
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